VirB3

Domain ID BEGIN END Total ID

1. PD020461 1 95 28
2. PD857742 66 108 5
3. PD352959 19 95 7




050329_ECOLT{12-97}
045391 _BORPE{3-91)
Q91007 _RHIHE{7-100)
091UX5_ECOLT(9-101}
QIRPY2_BRUHE{13-1062}
OBPYO_KXANCP{4-b67}
O8PJCO_XANAC{4-91}
Q8RPH7_ANAPH{1-94}
O8RPH3_EHRCH{1-94}
092JC7_RICCH{1-93)
Q9ASHI_CAUCR{1-34}
O9PHJ9_XYLFAC7-98)
098156_RHILO{17-101}
Q9RLS2_LEGPH{3-92)
083UG8_PSEPU(12-96)
QIR2T0_PSEPU{16-971}
O8PRIG_XANAC{16-98}
066283_AGRTU{1-95)
093¥31_AGRTU{1-95}
YIB3_AGRTS{1-952
Q9R2G3_AGRTU{1-65}
YirB3{1-95}
VIB3_AGRTU{1-652
A8KJL5_RHILO{1-65}
O8¥TAO_AGRTUL{4-65}
O9F5A0_AGRRH{3-65)
NIEUFI_ECOLT{2-673
046697 _ECOLT{8-70)
O8YRDG_HAEAE{1-62}
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PLFEGATRLPTI--LGEPHTPLHARYAGYAYIAL TVS-THHHALYPPLHFTAAQI TENDDKAFRTHHLHIDTKF --RHRHKGFHGASSYSP
DPLFKGCTEPAAL--HGYPATPLAYCSGTIALLGIHFS-TAFLALFPYALLANRTHIRRDDOOFRLTHL YL RHRHLSRORTHAFHOSTYYAP
HODPROPLFEGCTRPARY—-FGYPLYPLAYYSGYYILIAYHT T-YFLALALFPIYL THRLIAKSODQOFRLLGLEKLLFRGYHYHHHGRFHKASAYSP
DPROPLFEGCTEPAAN--FGYPLYPLARYSYWYILL SYHTT-IFYAATLYPITL THROIAKSDDOOFRLLGLKL LFRGYHYHHHAKFHEASAYSPE
AGYRGOPIFKGCTRPAHL--FGYPYIPLYIYGGSTYLLSYHIS-AFILPLTYPIYLYHROITOTODARFRLLGLKAQFRLIHFHRTGRFHRASAYSP
DYLFRGCTEPAHF —-LGYPYIPFFIGAGGGLLLGHYFH-LHYLL TIPYITFYHOOYAKRDEHIFRLL
DYLFRGCTEPAHF=-LGYPYIPFFIGAGGGLLLGHYID=-LHYLLTTPYITFAROOHAKRDERTFRLLGLRHLFRHRARK-LORYSGHHYFSP
RSGSYKADALFKGLTRPTHL—-FGYSYTFATHHFALSTHIFAYSHOFRYLFTLAPGHHGLGF IASAKDPLFHDLL I-TRAOKCSKCLHRF YHHSHSY
HAGTYKADOLFEGLTEPTHL—-FGYSYTFANLHFAICTHIFAYTHOFRALF ILGPGIHSYGF LASSKEPLFLELFH-LRHKKCSKCLHRF YHHANSY
AAGALASDLLFYGL TRPPHI--FGYSTIKFARLHATATHIYFIHHNGIHILFTAAR-ALHLYAY ITCFKEPRFTEL YL -HKHSRTSOCPHKFYYGANSY
HSGP-GSOPYFAAL TRPORY——AGY TYSYAYFHLIYTHEAFLISKSFHALLI-APLYHAYGYLGCLHEPRFFDLHI-TKYSRCPHIRHRGFHOANSYRP
D¥YTDPLFYGLTRPAST--LGIPYEACYAEFHANGLIFLSYHHPLYLALALP-AHAYLYLTSAHDPKIFSSTH-AHLKTHGRCEHFLFHRASSFSP
PLYKGLTRAPTY--LGIPYELAGFIGYL TAYYFLATHHLLHLCTCYP-LYAYARTATHROSHFIETHF -IRSRKTPP-RSASFHGARSYR
DLETSPIFHAL TRPAHT--AGYTFEYHHLHLIYSHCAFIGFSPLYGLIFIP--LHYFGHLYCRYDTHFF TICA-KRF-LLPEAPHTSLHRYRAYEPF
LYY¥ARARPSHY==GPFTLSSTLISLITPYLARLLLESLYYLYTHPILFARAYHICSKDYYLFGYLRARFKLRA---5RLRKLHGYRSYAP
AHARPSHY--GPFTLSSILISLIAPYLLALLIRSLYPLGLIPYLFYISYHICSKDYYLFGYLOAASHLKA---5RLRKLHGYRSYAP
AARTREPTHY--GGL TLASLARSFYFPGHAALITRSLHARALIPYLLLISYLYCLKDYYLFDINSAATHLKT---CPHERFHGCRRYAP
AHORLEEATLYLAATREPALF--LGYPL TLAGLFAAFAGFYTYIYONPLYEYYLLPLHFGARLYYERDYHARSYYLL --FLOTAGRSYDGLIHGGASYSP
HHORLEEATLYLAATRPALF—-LGYPLTLAGLL YHFAGFYIYIVONPLYEYYLYPLHF GARLYYERDYHAASYYLL—-FLOTAGRSYDGLIMGGASYSP
HHORLEEATLYLAATEPALF—-LGYPLTLAGLLYAFAGF YTV TYONPLYEYYLYPLHFGARLYYERDYHARSYYLL --FLOTAGRSYDGLIHGGASYSP
AHORLEEATLYLAATRPALF—-LGYPLTLAGLFHAFAGFYTYIYORPLYEYYLAPLHFGARLYYERD
HHORLEEATLYLAATEPALF—-LGYPL TLAGLFHHFAGFYTYTYONPLYEYYLAPLHFGARLYYERDYHAASYILL --FLRTAGRSIDSAYHGGATYSP
AHORLEEATLYLAARTEPALF--LGYPLTLAGLFHAFAGFYTVYIYORPLYEYYLAPLHFGARLIYERD
RSORLEYSTLYYAATRPALF—-LGYPLTLAGLLHALAGLYTIYL OHPLYETYLYPLHFGARLYYERD
DLEEATLYLAATRPALF--FGYPLTLAGLFAALAGFLIVIYORPLYETYLL PLHLGARLYYERD
ADLEEATLYLAATRPALF--FGYPLTLAGYFARLAGFLIYYYONPLYETYLLPLHLGARLIYERD
STYFKGLTRPALIRGLGYPLYPFLAHCYLYYLLGYHIDDLHYFLTL -PGHFATKRY TRIDERFFDLL
PLFEGATRLPRA--LGYPRHYANNIFAISASLFAITH-AHATLYFYFLRIPSAAL TEYDORAFRTH
HSOLHESYPSFHGHHRPARY--FGYPHYAALFYLCFHYYSGFLGSFLHHGFYSLTILPTIGAL YL
TEEEEEE -I-I]-F-I-g-lt'RPaHf
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08K JL5_RHTLO{GE-108}
09R26G3_AGRTU{66-108)
YirB3{66-108}
VIB3I_AGRTU{GE-108)
O8¥TAO_AGRTU{B6-107)
Q9F5A0_AGRRH{B6-1073
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YHAARSYALLYLOTAGRSYDGPYHGGASYSYHPIRYPERGRGHY
YHARSYILLFLRTAGRSIDSAYHGGATYSPHPIRYPPRGRGHY
YHARSYILLFLRTAGRSIDSAYHGGATYSPHPIRYPPRGRGHY
YHARSYYLLFLRTAGRSIDSAYHGGATYSPHPIRYPPRGRGHY
YHARSYYLLFLRTAGRSYDGHTHGGASYSPHPTEYAPRGRGH
YHAASYYLLFLOTAGRSYDGHAHGGASYSPHPIRYASREGRGH

08GJ65_BBBBB{15-102}
08KOCZ_BAROUC16-103)
NIRHD3_BARHE{1-89}
0953NH1_BARHE {15-103}
O8KIH7_RHIET{21-1062}
092Y25_RHIHE{1-86}
YirB3{19-95)
Q930C2_AGRTUL{22-1071

Consensus

Conzensus  YHAASY .LL¥LrTAGRS!Dg . vHGGAsYSpHPiRYppRGRGHY
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HFAGYTHEARALHYHATSYLFILTSOF THF GLGIGHHF ILREYTRYDHHOFRYLFAHLHTRGEOKHLHRHGGGS TSPLRLYRTYKELS
FAGYTHEGHALHYHATSILFILTSHF THIGLGIGLHFYLREYTKYDHHOFRYLFAHLHTRGKOKHLTRHGGGSTSPLRLIRTYKELHE:
HFAGYTHEARAFHYHATSILFILTSGF THIGLGIGLHF YLREITKHOHHOFRYLFAHLHTRGKOKHLHRHGGGSTSPLRLIRTYEELHE
HFAGYTHEARAFHYHATSILFILTSGF THIGLGYGLHFYLRETTKHOHHOFRYLFAHLHTRGEOKHLHRHGGGS TSPLRLIRTYEELHE:
HIAGYTHEAHGYHIHLTTILYITAGSIAYALYGIYFHYLFRALYKHOHHAFRILIAHIETRGRSRHTATHGGATLSPLTLTRRYDE
HIAGYTHEAHGHHIALTTILYIYAGSYAYALYGYYFHLYFRALYKHOHHAFRILLAHIETRGRSRHSAFHGGATLSPHELARKYDE
LFLGYPLTLAGLFHAAFAGFYIYIYONPLYEYYLAPLHF GARLYYERDYHAASYILLFLRTAGRSIDSAYHGGATYSP
HIAGYTHEAHGFHIAYTTILYIIAGSIAYAFYGIYFHLIFKALYKHOHHAFRILLAHYETRGRSRHGATHGGATLSPLRLTRRFDE
nfaG¥tfeang . n H. b 1l,!', .. ...y, vei. . hf, .r, vkhDhH, fr!l, awl, TrGrs, #,a, H6GGak  SP1rl.r.y.e., ..




