VirB2

Domain ID BEGIN END Total ID
1. PD009344 34 110 39
2. PD015823 1 33 4
3. PD570722 29 89 1




066170 _AGRTULS-100)
O08U693_AGRTH{9-104}
HIR489_AGRTH{5-100}
TRBC_RHISH{13-96}
TRBC_AGRTU{25=100)
P71178_EHTRAE{18-1103
O9AHHE_CONTE{18-111}
Q8RSJ5_PRBOZ{21-111}
O60210_ECOLT{23-111}
O9PBT4_XYLFA{45-122)
O84EN2_BBBBB{35-1071}
O8XHI2_RALS0{44-1102
089878_BEFAJA{19-1062
Q98P50_RHILO{13-930}
0989.)3_RHILO{10-82)
066282_AGRTU{34-1102
VIB2_AGRTS{34-110}
O8KJL4_RHTLO{32-110)
A8Y¥TA1_AGRTU{44-109}
09F5A1 _AGRRH{40-109}
YIB2_AGRTI(45-110)
VYIB2_AGRTU{45-1103
YirB2{34-1102
(86J66_BBEBB(20-39}
O9R3F2_BARHE {(29-106}
N8KOC3_BARQU{34-99}
HIASHO_CAUCR(25-938}
082007 _PSEPU{57-144}
O8YRE7_PSEPU{57-144)
Q9R2T1_PSEPULSY-1443
O8PRIS_XANAC{37-114)
Q8KH75_BBBBB{121-194
098157 _RHILO{14-1002
O9PHKO_XYLFA{2-85)
O8KIHG_PHIET(27-76}
092Y24_RHIHE{(27-76)
0930C3_AGRTU(14-76)
084659 _RHILY{12-48}
092UN7_AGRTU{13-49}
084H52_RHIET{13-49}
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IRTATALAAFARYSFIGLADPAFASS-GGSLPHESPLOOTOOSITGPYAGF TALARYATAGGHLIFGGELHDFARRLCYYALYGGYLLGATOTIALF
IRTATALAAFAAGSFIGLADPAFASS=-GGSLPHESPLOOTOOSITGPYAGF TALARYATAGGHLIFGGELHDFARELCYYALYGGYLLGATOTIALF
IRTATALAAFAAGSFIGLADPAFASS-GGSLPHESPLOOTOOSITGPYAGF TALARYATAGGHLIFGGELHDFARRLCYYALYGGYLLGATATIALF
LASPLILASYAPALASS-GGSLPHEGPLEOIOESITGPYAGY IALAAYATAGGHLTFGGELHOFARRLAYYYLYAGILLGATTIY
ALASSG=GG5LPHESPLAOTOOSTITGPYAGF TALARYATAGAHL IFGGELHDFARELCYYALYGGYLLGATOTYALF
HGLFALLAFFLLAPOHAFASEGTGGSLPYESHLTHLRHSYTGPYAFALSTIIGIYYAGGILIFGGELHGFLRTLIFIYLYHGLLYGAOHHHSTF
HGLFALLAFFLLAPOHAFASEGTGGSLPYESHLTHLRHSY TGPYAFALSTIGIYYAGGILIFGGELHGFFRTLIFIYLYHALLYGAONHARNSTFF
FALLAFFLLAPOHAFASEGTGGSLPYEGHL THLRHSY TGPYAFALSI TGIVYAGGTLIFGGELHGFFRTLIFIYLYHALLYGAONHASTFF
FYLALALSAHPAHASEGTGGSLPYESHLTHLRNSYTGPYAFALSTIGIYYAGGYLIFGGELHAFFRTLIFLYLYHALLYGAOHYHSTFF
AFASHTAGGGLPSOEHF TRIRESYTGPFAFTYAIYGIYAAGAGLIFGGOHHGFLRTLIFIYLYLSFLYARONSLSATIT
LAARLLLFLAGTAQAAGSSHPHEGPLASILESTOGPYARTYAY ITTIATGLALAFGOTSGGF-RKLIOTYFGLST
FIAGTAOAAGSSHPHEGPLOSTILESIOGPYARIYAYIIITATGLALAFGOTSGLF-RELIOTYFGLST
AAIAYISTATIAPAARYASGSSHPHETPLHOILESYOGPYAKIHSY IIITYTGL TLAFGDSS5GGF=-RRELIOIYFGLSIAFARSSFFLTFFS
TAYHLAYAPYAHASGSSHPHEOPLEKILOSYEGPYSKINAYIIIIYTGL TLAFGDSSGGF-RELIOIYFGLST
FARLAFLLTYPAHARGSGHPHEOPLAOTLESYOGPYAKIYAY IITITTGL TLAFGOTAGGF-RRLIOTIYFGLST
AAGHSTFSSGPAAAOSAGGG TOPATHYHHICTFILGPFGOSLAYLGIYALGI SHHFGRASLG=—-LYAGYYGGIYIHFGA
AHGHSTFSSGPAAAOSAGGGTOPATHYNHICTFILGPFGOSLAYLGIYALGI SHHFGRASLG=—-LYAGYYGGIYIHFGA
AAAGAAHTYFSIGPASADYTGG-TOPAKAYOHICTFILGPFGOSLAYLGLYALGISHHFGRASLG=--LYAGYYGGIYIHFGA
PARADQAAGG-TDPATHYNHICTFILGPFGASLAYLGIYATGYSHHFGRASLG=—-LYAGYYGLGIYIHFGA
FFCEPAARROARGG-TDPATHYHHICTFILGPFGOSLAYLGIYAIGYSHHFGRASLG---LYAGYYGGIYIHFGA
AAARDSAGGGTOPATHYHHICTFILGPFGASLAYLGIYALGTSHHFGRASLG=-=-LYAGYYGGIYTHFGA
AAARODSAGGGTDPATHYHHICTFILGPFGOSLAYLGIYALGISHAFGRRSLG---LYAGYYGGIYIHFGA
AHAHSTSSCGPAAAOSAGGGTOPATHYNHICTFILGPFGOSLAYLGIYALGI SHHFGRRSLG=—-LYAGYYGGIYIHFGA
AYF ISOFSYARPAAHGGGL GHLOGYLGHIY THATGGTARLTAI ICYARYGIGHHYGF IDLR---KARYCYLGIAIYFGAPTLY
AARATGSASGLGHYDHRYLOSTY THHTGTTAKLIATICYARYGIGHHYGF IDLR---KARYCLIGIGIYFGASALYSKELTSA
SSLGHYDSYLONIYTHATGTTAKLIAIICYARYGIGHHSGF IDLR=-=-KARYCILGIGIYFGAPTLYST
YOSDPAGSGPLLAALOHHOGTLLGHLATTARY TAYATYGLAHL TGRIDHR——-RGY TYIVGAF I¥FGAAAIYAGIRS
KLATLGSILSLALTPEFANAALDFSGLESHAKDFYSFLIFDYGYYLGIAARIAFCGF OAKSGRASHG——-AF GHAYFGIFLYFFAPHFYDTI
KFAYLGSFISFATLPETANAAADF SGLEHLAKDYYSFLIFDIGYYLGIAARIAFCGF OAKSGRASHG=—=-0F GHAYAGYFLYFFSPHLYDTI
KIAYLGSLFSFAILPEIANAAHADF SGLEKHLAKDYYSFLIFDIGYYLGIAATAFCGF OAKSGRASHG---0F GHAYAGYFLYFFSPHLYDTI
YFLPOLAYAODYGGTFGGITAFLESITOLLIYEHGYYIGITTLATIOGYRHESGRIDLH-—-TLGGHGLGIGL YFFAPHIYS
AAFATPALAG=-DL=-==-=-5PTOTHLETYEAALTGPIGIAYATLAYIGTGFHCHAGRLHHG=--HFASYTIGIYLIFSAGTIYD
YAHPLHLLATOAHAGGGHL =-==-0PYOSTLOTLYOTLTGPIATALAYLFCIFHGFHAMARRLSHF —==YAGSHYLGIYLYFGSAQIYEFFOSAY
K¥SALLCLTAYFLTPETAHA==-=-AAHDHYAOOYLAILTGGLTRTIVITIGYTACGIAARIAGKL SHO==-=-HATKITIGI YL IFGSASIYODYI
PAFAQAAGIETYLAONTYDHLTGHTIARLLAY IAYITITSTAHAFGYHDLERA
PAFAOAAGIETYLAONTYDHLTGHTAKLLAYIAYIVYICIAHHFGYHDLREA
SYHAYAIIYTHYEPAFAQSAGIETYLONTYDHLTGHTAKLLAY IAYIYICIAMAFGYHDLEREA
YAAPIYLASYAPALASSGGSLPHEGPLOOTOESITGR
YAAPTYLASYAPALASSGGSLPHEGPLOOIOESITGP
LAARPTYLASYAPALASSGGSLPHEGPLOOTIOESITGP
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09F5K8_RHOSH{214-674
YirB2{29-89}
Consensus

09F5K8_RHOSH{214-674
VYirB2{29-89}
Consensus

09F5K8_RHOSH{214=-674
YirB2{29-89}
Consensus

09F5K8_RHOSH{214-674
VirB2{29-89}
Conszensus
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HREHFEKYHYHAHRLSLSHAYHRHYSGYAPSLGG
HECFERYRYHLHRLSLSHAYHRHYSGYAPSYYG
HRECFERYRLHLHRLSLSHARARYISSCAPSLGG
HECFERYRLHLHRLSLSHAHHRYISSCAPSLGG
HECFERYRLHLHRLSLSHARARYISSCAPSLGG
HEcFErYrvHEHRLSLSHAYHRER ! SpyAPS1eG

066282 _AGRTU{1-33}
YIB?_AGRT5{1-33}
YIB?_AGRT9{1-33>

YirB2{1-33}
YIB?_AGRTU{1-33>
Consensus
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AFOTATAPGPLTLLHDAAARGLHHAYDAGGTLLGSGAETLALTGLTLAATGAAHDGDRL TYSPRAGRALOARFLLTOTRATIAAAAPY IYSAASGHAGSAOASFYPYTSTLPATGSLGGLL TDAGGADARTL

150 160 170 180 130 200 210 220 230 240 250

L N ]

261 270 390
| + + + + + + + + + + + + |
IRAGYYGHIPAGTGSYTLASLGSOSOOEFLLSOPAARAGAT TLSFSIGGTYHSFDLSALGATDPATLARALHAGAYSTGGOTLAELGY TASGSTGRFTLHLGAGOF DAGASY TGSAGTYAGSLTAREPAGG
PSLGGAHAHSISSCGPARA--OSAGGGTOPATHYNHICTFILGPFGOSLAYLGI YATGISHHF
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TIOITTROGRHIAGAAL TREEAALLL TEANGFLPGAYYDASTLHGAGGTGFRGTGIAGATLPGERYLSLHP
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