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Campylobacter jejuni

New data suggest that this is not a true competence system, but a function of this system in virulence has been demonstrated
(Bacon et al., 2000, 2002; Dirk Hofreuter, personal communication)
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Note: Brucella ssp. groups B. abortus, B. melitensis and B. suis
Bartonella ssp. groups B. henselae, B. quintana and B. tribocorum
Bordetella ssp. groups B. pertussis, B. parapertussis and B. bronchiseptica
Xanthomonas ssp. groups X. campestris, X. citri and X. axonopodis

Rhodopseudomonas
palustris virB4trbDvirB2 virB9 virB10virD4 trbL trbF

Microbial Genomes
Annotation Project,

accession
NZ_AAAF01000001
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